Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.002 Å; R factor = 0.028; wR factor = 0.082; data-to-parameter ratio = 14.0.
The title compound, 2C 7 H 6 NO 4 +
Á2Cl
À ÁC 3 H 6 O, crystallizes with two 2,6-dicarboxypyridinium cations, two chloride anions and one acetone molecule in the asymmetric unit. The crystal structure is characterized by alternating cations and by Cl À anions, forming zigzag chains running along the a axis. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). When pyridine-2,6-dicarbonyl dichlorid and resorcinol were mixed in order to obtain a hydrogen bonded supermolecular complex, it turned out that the pyridine-2,6-dicarbonyl dichlorid had been hydrolyzed to the dicarboxylic acid. The title compound crystallizes with two 2,6-dicarboxypyridinium cations, two chloride anions and one acetone molecule in the asymmetric unit. The crystal structure is characterized by alternating cations and by Cl -anions forming zigzag chains running along the a axis. The amino H atoms do not form intermolecular hydrogen bonds, but show short distances to the O atoms of the adjacent carboxyl groups.
Pyridine-2,6-dicarbonyl dichlorid (20 mg) and resorcinol (20 mg) were dissolved in 2 ml absolute acetone. The mixture was sealed and set aside at room temperature. After two weeks small block-shaped crystals were obtained. It turned out that the pyridine-2,6-dicarbonyl dichloride had been hydrolyzed to the dicarboxylic acid.
Refinement
Hydrogen atoms were located in a difference Fourier map but they were included in calculated positions [N-H = 0.88 Å, C-H = 0.93 -0.99 Å] and refined as riding [U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (O,C methyl )].
Figures Fig. 1 . A view of the molecular structure of the title compound, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level and H atoms are shown as small spheres of arbitrary radii. 
